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Protein families: chance or design — Truman & Heisig

Atheist admission

… Francis H.C. Crick, co-originator of 
the structure of DNA, put the argument 
more specifically: the chances that the long 
polymer molecules that vitally sustain all 
living things, both proteins and DNA, could 
have been assembled by random processes 
from the chemical units of which they are 
made are so small as to be negligible … .
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