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Biogeography
Dominic Statham

Evolutionists claim that the biogeographic distribution of organisms provides strong evidence for evolution. 
Although studies of biogeography provide strong support for the process of speciation, they do not fit the wider 
predictions of evolutionary theory, and are inconsistent with the ancient earth geologists’ model of slow continental 
drift. Evolutionary theory has difficulty explaining areas of endemism and the disjunct distributions seen in both 
the fossil record and the living world. The data can be seen to fit the biblical account of recolonisation following 
the Genesis Flood, and particularly the hypothesis that the observed patterns arose from global dispersal on 
natural rafts.

Biogeography is the study of the distribution of plants and 
animals throughout the world. From this, it is known 

that each of the continents has its own distinctive fauna 
and flora. In Africa, for example, we find rhinoceroses, 
hippopotamuses, lions, hyenas, giraffes, zebras, chimpanzees 
and gorillas. South America has none of these. Instead, it is 
home to pumas, jaguars, raccoons, opossums and armadillos. 
Marsupials are found in Australia and South America, but 
not in Europe. Such observations have led biogeographers 
to divide the world into six main faunal regions. Similarly, 
six main floral regions have been identified. Evolutionists 
claim that the most reasonable explanation for these 
biogeographic distributions is that the different animals and 
plants evolved separately, from ancestors that colonized 
different areas of the world thousands or millions of years 
ago. Further evidence for this is argued from the study of 
island biogeography. For example, of the 1,500 known 
species of fruit flies (Drosophila), nearly one third of them 
live only on the Hawaiian Islands. These islands are also 
home to more than 1,000 species of snails and other land 
molluscs that are not found anywhere else.

Here, again, it is necessary to differentiate between 
speciation within a kind (which is accepted as fact by 
both creationists and evolutionists) and evolution between 
kinds. Biogeography does indeed provide evidence in 
support of the former, and the fruit flies, snails and other 
molluscs found on the Hawaiian Islands arguably provide 
some of the strongest evidence we have of this. Similarly, 
clear biogeographic evidence exists for the speciation of 
finches around the Galápagos archipelago, where similar 
but different species are found on the different islands.1 
Almost certainly, this arose because the islands are close 
enough to enable a few birds to fly to a neighbouring island, 
but far enough away for the new colony to be isolated from 
the original group and less likely to interbreed with it. But 
how well does evolutionary theory explain the more general 
observations of biogeography?

In fact, some biogeographic observations are extremely 
difficult to explain within an evolutionary framework. 

According to the theory of evolution, mammals developed 
from small, shrew-like creatures around 100 million years 
ago. These creatures are argued to have evolved into, 
among others, the marsupials found in Australia and the 
placentals found in Europe and other parts of the world. 
What is so remarkable about these two groups is that, while 
their reproductive systems are fundamentally different, in 
other ways they are very similar (figure 1). For example, 
the skeletal structures of some European placental dogs are 
almost identical to those of Australian marsupial dogs. This 
is particularly evident when the skulls of the Tasmanian 
marsupial wolf (Thylacinus cynocephalus) and the European 
placental timber wolf (Canis lupus) are compared. Other 
placentals and marsupials, which supposedly evolved 
independently from one another, also show similar 
characteristics. Is it really credible that random mutations 
and environmental conditions on separate continents could 
have given rise to such similarities?

Areas of endemism

Since evolution is argued as being a global phenomenon, 
it would be expected that new species would originate in 
many places throughout each continent. Hence, evolutionary 
theory would predict that centres of plant and animal 
dispersal would be randomly distributed, rather than 
concentrated in a few areas.2 It has been known for many 
years, however, that this is not the case. As far back as 1820, 
Augustin de Candolle realized that the global pattern of plant 
distribution is closer to that of “areas of endemism”, where 
many different plants are confined to the same distinct and 
often small regions (see figure 4 below).3 Subsequently, de 
Candolle’s areas of high plant endemism were found also 
to correspond to areas of high animal endemism.4

Disjunct distributions

Another problem for evolutionary explanations of 
biogeography arises because similar plants and animals 
are found not only across adjacent regions of land or 
neighbouring islands, but also on different continents, 
separated by large stretches of land or ocean. These are 
called disjunct distributions. Evolutionists sometimes 
explain these by arguing that continental drift separated 
similar groups that once lived in close roximity and 
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therefore shared common ancestors. This is the explanation 
given, for example, as to why chironomid midges are 
found in Antarctica, Southern Australia, South America, 
New Zealand and South Africa.5 However, according to 
evolutionists’ own theories, many species that are disjunct 
across previously joined continents evolved after their 
separation.6 For example, South America and Africa allegedly 
separated around 100 million years ago, but species of 
cactus, which supposedly evolved in South America around 
thirty million years ago, are also found in Africa. Similarly, 
the evolutionary accounts of the emergence of rodents 
found in South America and Africa do not fit the generally 
accepted timing of continent drift.7 Many other puzzling 
disjunctions across these continents are known.8 Moreover, 

disjunct species are frequently found on continents that 
never bordered one another. For example, many plants and 
insects are known to be disjunct across the Pacific Ocean.9 
The distribution of the plant genus Clethra, for example, is 
shown in figure 2. Interestingly, the opossum Dromiciops, 
found in Chile, is much closer to Australian marsupials than 
to other South American marsupials.10

There is an abundance of other biogeographic anomalies 
that do not fit the expected evolutionary pattern. For 
example, the fauna of central and southern Africa is closer 
to that of southern Asia than that of northern Africa,11 and 
flora found in Madagascar is remarkably similar to that of 
Indonesia.12 Crowberries (Empetrum) are found only in 
the more northern regions of the northern hemisphere and 
in the most southern regions of the southern hemisphere. 
Many closely related plants are found only in eastern 
North America and eastern Asia. A study conducted by the 
Illinois State Museum showed that 627 seed plant genera 
are common to eastern Asia and eastern North America, 
151 of which are not found in western North America.13 
Significantly, some of the plants (and fungi) found in 
eastern Asia and eastern North America are identical at 
the species level, indicating that the disjunctions occurred 
very recently (that is, within the last few thousand years). 
If these disjunctions had occurred millions of years ago, 
as evolutionists believe, it is most unlikely that so many 
species would have remained the same in the two areas. This 
is because plants and animals are known to change rapidly 
in response to changes in their environments.

Fossils

The fossil record also presents problems for 
evolutionary explanations of biogeography. For example, 
there are many similar plant fossils in western North 
America and eastern Asia, but, according to the account 
of continental drift preferred by geologists, these rocks 
were laid down when Alaska and Russia were separated 
by thousands of kilometres of ocean.14 While living 
marsupials are very largely restricted to Australia and 
South America, their fossils from the period evolutionists 
call the “Late Cretaceous” (allegedly between 85 and 
65 million years ago) are found exclusively in Eurasia 
and North America. As noted by Richard Cifelli, an 
Associate Professor in the Department of Zoology at 
Oklahoma University, “this geographical switch remains 
unexplained”.15 Interestingly, fossil marsupials have now 
been found on every continent.16 According to evolutionary 
theory, placentals evolved in the northern hemisphere 
and did not appear in Australia until around five million 
years ago. However, a recent discovery of what appears 
to be a placental fossil in Australia, in rocks supposedly 
120 million years old, has caused evolutionists to suggest 
that placentals might have evolved first in the southern 
hemisphere, migrated north, and then become extinct 
in the southern continents!17 Lions are known to have 

Figure 1. Placental mammals (left) and their marsupial 
counterparts (right).
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lived in Israel, but fossils of lions have not been found 
there. Similarly, millions of bison once roamed the USA, 
but very few bison fossils are found there. To argue that a 
particular animal must have evolved in a particular place, 
simply because evidence that it lived anywhere else has not 
(yet) been found, is not necessarily scientific.

For these reasons, it is clear that the observed 
distributions of organisms cannot be explained simply by 
arguing that they evolved in the places they are now found. 
Consequently, evolutionists have supplemented their 
models of biogeography with alternative theories, such 
as migration across previously existing intercontinental 
land bridges, bird and wind transport, and transoceanic 
dispersal of plants and animals on floating vegetation 
mats.18 In some cases, it is argued that distributions that 
are now disjunct were once continuous, and that plants or 
animals of these groups became extinct in the connecting 
land areas. Another theory proposed to explain puzzling 
biogeographic observations is “convergent evolution”. 
According to this, different organisms evolved similar 
forms in different parts of the world as a result of having 
to adapt to similar environments. This is the explanation 
provided by evolutionists for the similarities between the 
placentals and marsupials, for example.19

In any discussion of patterns of biogeography it should 
be recognized that many of the theories are inevitably data-
poor and, consequently, imagination-rich. The events in 
question all occurred many years outside of living memory 
and much of the evidence that might have supported any 
particular view may have disappeared long ago. It is 
perhaps significant that, in the nineteenth century, the case 
for an evolutionary interpretation of biogeography was 
based on a belief in separate, fixed continents, whereas 
now it is argued that the observed patterns of life support 
an evolutionary interpretation of biogeography based on 
continental drift. Perhaps the truth is closer to the view 
expressed by Drs Gareth Nelson and Norman Platnick of 

the American Museum of Natural History, who maintain, 
“biogeography (or geographical distribution of organisms) 
has not been shown to be evidence for or against evolution 
in any sense.”20

Creationists, however, can turn to the Bible for clues in 
understanding the global distribution of faunas and floras. 
According to this, a recolonization of the world began 
immediately after the Genesis Flood, when the waters 
subsided (Genesis 8). The animals disembarked from the 
ark, and floating vegetation, carrying seeds, insects and 
freshwater fish, would have settled on the emerging land. 
Creationist models concentrate on four main processes 
which are understood to have influenced postflood 
biogeography:
• transoceanic transport on vegetation mats
• transport by man
• migration and partial extinction
• speciation.

Transoceanic transport on vegetation mats

The potential for dispersal of plants and animals across 
large stretches of water by natural rafts has been accepted 
by evolutionists and creationists for many years. Professor 
Paul Moody of the University of Vermont argued,

“In times of flood, large masses of earth and 
entwining vegetation, including trees, may be torn 
loose from the banks of rivers and swept out to sea. 
Sometimes such masses are encountered floating in 
the ocean out of sight of land, still lush and green, 
with palms, twenty to thirty feet [7 to 10 m] tall. 
It is entirely probable that land animals may be 
transported long distances in this manner. Mayr 
records that many tropical ocean currents have a 
speed of at least two knots; this would amount to 
fifty miles [80 km] a day, 1000 miles [1,600 km] 
in three weeks.”21

More recently, the rafting idea has been advanced 
by evolutionists to explain the presence of the Bear Cuscus 

(Ailurops ursinus) and the Dwarf Cuscus 
(Strigocuscus celebensis) on the island of 
Sulawesi22 and of lemurs on the island 
of Madagascar.23 In 1995, fisherman 
witnessed the colonization of the island 
of Anguilla in the West Indies by iguanas. 
These were washed up on one of the 
island’s eastern beaches, having floated 
there on a mat of logs and uprooted trees, 
a few weeks after two hurricanes hit the 
islands of the Lesser Antilles. Scientists 
believed that the iguanas had rafted 320 
km from Guadeloupe.24

Significantly, biogeographers 
sometimes refer to oceans rather than 
continents as the main biogeographic 
regions. This is because, very often, 
patterns of disjunction are seen where Figure 2. Distribution of the plant genus Clethra (from Thorne, ref. 9).
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Figure 3. Oreobolus track (from the Buffalo Museum of Science New York, USA).

many terrestrial organisms are 
distributed around the land 
bordering an ocean. So clear 
was this to the twentieth-century 
biogeographer Léon Croizat that 
he spent much time drawing 
“tracks” to chart repetitious 
occurrences of these patterns.25 
Where a particular track reoccurs 
in respect of different organisms, 
in group after group, it is often 
referred to as a “generalized 
track”. The track for Oreobolus 
plants, for example, is shown in 
figure 3 and is one that is shared 
with a multitude of other plants and 
animals.26 From these generalized 
tracks, Croizat identified five 
biogeographic “nodes” or “gates” 
of plant and animal dispersal 
across the world (figure 4).27

The destructive power of large volumes of fast-flowing 
water is enormous and, in the early stages of the Genesis 
Flood, would have been sufficient to rip up large amounts 
of woodland. Although some of this would have been buried 
in sediments, many billions of trees would have been left 
floating on the surface of the waters, as enormous “log 
mats”.28 These islands of vegetation, regularly watered by 
rainfall, could have easily supported plant and animal life 
over significant periods of time. Ocean currents would have 
moved these massive “rafts” around the globe, sometimes 
washing them up beside land, where animals and insects 
might “embark” or “disembark”, and then transporting them 
back out to sea. The ability of ocean currents to distribute 
floating objects around the world was seen recently, when 
thousands of bathtub rubber ducks were lost off a container 
ship in the North Pacific in 1992. In fewer than twenty 
years, these had floated to Australia and South America, 
and subsequently into the Arctic and Atlantic oceans.29 
In support of the rafting theory, Professor Kurt Wise and 
Matthew Croxton point out that the intersections of ocean 
currents with land masses appear to correspond with de 
Candolle’s areas of endemism and Croizat’s biogeographic 
gates (figure 4).30 It is not suggested here that land animals 
survived the Genesis Flood on rafts, but that rafts would 
have facilitated their dispersal after the Flood, as they 
multiplied and migrated away from the ark where it settled 
on mountains of Ararat (Genesis 8:4).

Transport by man

According to the Bible, following the dispersal of 
mankind at Babel (Genesis 11), the human race spread 
out over the whole of the earth.31 Remarkable supporting 
evidence for this is found from archaeology, similarities in 
languages spoken by people in Europe and the Far East, 
and anatomical and DNA analyses.32 It is reasonable to 
believe that many of these people, travelling to diverse 

regions, would have taken animals with them, as food for 
the journey and for subsequent farming on arrival at their 
destination.33

Migration and partial extinction

Many creationists believe that an Ice Age34 followed 
soon after the Genesis Flood.35 This would have lowered sea 
levels, as water accumulated as ice sheets, and could have 
created land bridges across which animals could migrate. 
Most evolutionists believe that a land bridge once existed 
across the Bering Strait, linking Asia with America.36 Many 
geologists believe that there were major tectonic upheavals 
following the separation of the continents,37 and land bridges 
that once existed in other parts of the world may have 
subsequently fallen below sea level. Animals could have 
migrated from one continent to another via these bridges, 
as they multiplied and spread out from the ark, perhaps over 
hundreds of years. The speed at which animals can spread 
by this process is demonstrated by the rabbits of Australia. 
Prior to the arrival of Europeans, rabbits were unknown 
on this continent, but, in 1859, a colony was introduced in 
Southern Victoria, in the south-east. Within fifty years, this 
had spread all the way to the west coast.38

It is clear that major changes in climate have taken 
place on various continents. Mammoths, rhinoceroses, 
bison, horses and antelopes, for example, once lived in large 
numbers in Northern Siberia. The deserts of Egypt were 
once rich savannahs.39 Groups of animals that once thrived 
in certain areas could have become extinct in these places, 
and only those that migrated to other continents would have 
survived. Indeed, climate change and competition from other 
animals could well have driven migration. Alternatively, the 
absence of particular groups on particular continents can be 
understood to be because they never migrated or were never 
transported to these places and survived.



86

Papers

JOURNAL OF CREATION 24(1) 2010

Speciation

Contrary to statements often made by those seeking 
to refute creationism, most creationists do not argue that 
species are fixed and cannot change. Rather, they argue 
strongly in support of the process of speciation. Apart from 
the strong scientific evidence in support of speciation, it is 
an essential component of the biblical explanation for the 
diversity of life now seen on the earth. According to the 
Bible, the only land animals that survived the Flood were 
those that were saved by Noah. Every kind of animal was 
represented on the ark; from these, all species now living 
must be descended (Genesis 6–8). Biblical creationists 
believe, in principle, that the genetic information necessary 
to produce all these species was carried by the animals that 
disembarked from the ark. It should be repeated, however, 
that biblical creationists do not believe that speciation 
can cross kinds, so a reptile would never “speciate” into a 
mammal, for example, nor an ape into a man.

Accepting that animals and plants were made with 
the capacity to adapt to new environments, creationists 
argue that the presence of similar species or genera, in 
closely connected areas, can sometimes be explained by 
biological change.

Conclusion

While observations of biogeography provide strong 
evidence for the process of speciation, they do not support 
the more general predictions of evolutionary theory or 
the ancient-earth geologists’ model of slow, continental 
drift. The data, however, can be seen to fit the biblical 
account of recolonization and diversification following 
the Genesis Flood.
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